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Since publication of the above article, it has come to our attention that incorrect immunoblot loading controls in Figures 6 and S5
were selected by the lead author, M.J.E., during figure preparation. Corrected versions of the figures appear below and are available
with the article online. In each case, the relationship between the experimental and control data is clear on the original films. We
apologize for these mistakes and emphasize that their correction does not affect any data interpretation.
In Figure 6C, vinculin controls were mistakenly taken from the experimental rather than the untreated controls. The full experiment
can be seen in a longer exposure in Figure 7D. The correct loading control is now shown in the revised version of Figure 6.
In Figure 6E, panels for PAF15, cyclin B, and phospho-S10 on histone H3, showing the cell-cycle position for each of the extracts,
were previously published in Emanuele et al. (2011) and should have been cited as such. These immunoblots and corresponding
quantification have since been repeated, and the new blots and graph are shown in the revised Figure 6. The original quantification
shown in Figure 6E incorrectly normalized the PAF15 and cyclin B data from the earlier analysis to the vinculin control performed for
this study.
In Figure 6F, cells were treated with siRNA targeting FF or cyclin F. The loading control shown for siCyclinF was incorrectly duplicated
from the siFF panel and is replaced with the correct panel here. The original quantification was derived from the correct loading
control.
In Figure S5D, the vinculin control for the 293T cells was inadvertently duplicated from the U2OS cell loading control. The correct
control appears here.REFERENCEEmanuele, M.J., Ciccia, A., Elia, A.E.H., and Elledge, S.J. (2011). Proliferating cell nuclear antigen (PCNA)-associated KIAA0101/PAF15 protein is a cell
cycle-regulated anaphase-promoting complex/cyclosome substrate. Proc. Natl. Acad. Sci. USA 108, 9845–9850.620 Cell 148, 620–622, February 3, 2012 ª2012 Elsevier Inc.
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Figure 6. NUSAP1 Is an SCFCyclin F Substrate
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Figure S5. NUSAP1 Stability Is Cell Cycle and DNA Damage Regulated, Related to Figures 6 and 7
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